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Advance in non-targeted screening for data independent acquisition
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Abstract: Data acquisition is an essential procedure affecting the efficiency and accuracy of the experiment in mass spectrometry
analysis. Compared with the traditional data acquisition methods, the data independent acquisition technology emerging in recent years
has the advantages of high throughput, high coverage and high accuracy, which has become a powerful tool for proteomics, metabolite
quantitative and omics research,and has important reference value in the field of food analysis. The principles of the current main data
independent acquisition and recent advance in data processing were reviewed as well as the potential of non-targeted screening in food
analysis was highlighted. Furthermore,the application of non-targeted screening data independent acquisition in analysis of food safety,
food authenticity and functional active ingredients was summarized. Finally, the challenges and future trends of data independent
acquisition in food analysis was discussed.
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(a) Principle of SWATH
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(b) Strategy for ion transition of vDIA
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(c)Strategy for ion transition of mDIA
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Fig. 1 Principle of DIA and corresponding strategy for ion transition
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(b) Targeted workflow for data processing of metabolites of small molecule
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Fig.2 Flow for data processing of metabolites of small molecule'*
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Table 1 Application of data independent acquisition in food analysis
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